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Workflow

-—_ Galaxy / METABO Workflow

Using 4.0 KB

Your workflows

) Create new workflow # Upload or import workflow
Name # of Steps
complete_workflow_RFMFfT\ 17
Edit
Workflow =ru- you by others

No workflovs ha[ Share or Publish

Dovmnload or Export

Other opl .,

Configure you Rename




Mode

—__ Galaxy / METABO Analyze t Workflow Shared Data~ Visualizatio ) User Using 4.0 KB

Share or Publish Workflow ‘complete_workflow_RFMF'

Make Workflow Accessible via Link and Publish It

This workflow is currently restricted so that only you and the users listed below can access it. You can:

Make Workflow Accessible via Link > Restricted Community
¢ that ye r = - nport norkflow

Gener

tes a web lin

w

Make Workflow Accessible and Publish A” the Galaxy Server USGFS

Makes the workflow accessible via link (see above) and p sectio here it is publicly listed and searchable

Share Workflow with Individual Users

You have not shared this workflow vith any users.

Share vith 3 user » Designated community (login@sb-roscof.fr)

Back to Workflovs List




Mode

=~ Galaxy / METABO

2-Preprocessing
3-Normalisation
4-Quality Control

5-Statistical Analysis
6-Annotation

COMMON TOOLS
Text Manipulation
Filter and Sort

Join, Subtract and Group
Statistics
Graph/Display Data

Multiple regression

Workflows
= All workflows

Analyze Data red Datav  Visualization~

Running workflow "Workflow XCMS"

Step 1: xems.xcmsSet (version 20140507)
library directory name
-5.ijuri|

Method
matchedFilter

step
0.01#

fwhm
30

Advanced options
hide

Step 2: xcms.group (version 20140507)

RData file
Qutput dataset 'output’ from step 1

Method
density

bw
30

minfrac
0.5«

mzwid
0.25 &

Advanced options
hide

Step 3: xcms.retcor (version 20140507)

Admin

Help ~

Expand All

Collapse

Using 7.8 MB
History o &
sacuri
0 bytes Q¥ee

O mhis history is empty. You can
load vour own data or get
data from an external source




Wml Share

W

e Get shared histories

___ Galaxy / METABO Analyze Data
1 . . . ‘ .
Rools = | Histories shared with you by others History
cearch tools o i HISTORY LISTS
Saved Histories
6!
Get Data [} Name Datasets Created Last Updatedt Shared by [ Histories Shared with Me ]

CURRENT HISTORY

WORKFLOW 4 hfﬁﬁrvl H atonsoor - E Apr 28, 2014 ~2 days ago mmonsoor@sb-roscoff.fr pZ
2-Preprocessing xs Create New

3-Normalisation For 0 selected histories: Copy Unshare s.i Copy History
4-Quality Control ‘ 21 Copy Datasets
C Ciadioi: 1A 1 2 Chara ar Duhlich

- _ Galaxy / METABO 2 flow ||phared Data~ zatic - : Using 70.9 MB
P bl- h d H- t H Data Libraries
ubpilisne Istories
Data Libraries Beta
search name, annetation ne. ang ags Q
Advanced Search Published Histories
a . Published Workflovs

Name | u \J ‘I‘@notation Owner Published Visualizations Community Tags Last Updated|
Preprocessing mlandi Published Pages ~14 seconds ago
TP1 xcms sacuri mmonsoor ~1 day ago

TP1 xcms sacuri jfmartin Apr 28, 2014




Wml Share

e Get shared workflows

-_ Galaxy / METABO halyze Data| Workflow | Shared Data~  Visualization elp se Using 216.1 MB
Your workflows © Create new workflow | 4+ Upload or import workflow
Name # of Steps

[ } | }
complete_workflow_RFMF + A I n d IVI d u a I

Workflows shared with you by others

Name Owner # of Steps

Workflow mmonsoor v mmonsoor@sb-roscoff.fr 7

=~ Galaxy / METABO Analyze Data  Workflow [ [hared Data+| | Visualization+ Help~ Use Using 111.4 ME
— Data Librarie
Published Workflows e e .
Data Libraries Beta P bI
search name, annotation, owner, and tags Q u IC
Advanced Search ez lim A disbeniaa
Published Workflows
Name Annotation Ownet [ Lliched Visuzlizations 2ting Community Tags Last Updated]|
complete_workflow_RFMF mland Published Pages ~17 hours ago




Wml Share

-_ Galaxy / METABO

Shared Data~  Visualization alp o Using 216.1 MB

Published Histories | mmonsoor | TP1 xcms sacuri

Import history || About this History

TP1 xcms sacuri . . Author

ISTOries
Related Histories

) All published histories

Dataset Annotation Published histories by mmonsoor
Rating

1: xset.RData @ .
Community

2: sampleMetadata.tsv @ (0 ratings, 0.0 average)
Yours

3: xset.TICs raw.pdf @
Tags

4- xset loa_txt a Communitv: none

-~ Galaxy / METABO

Your workflows
Name

complete_workflow_RFMF ~

Workflows shared with you by others

Name

Workflow mmonsoof vli

View
Other Frun
opy
Configure
Remove
™ | ™

Workflow 1 Data Visualizat {elp : Using 216.1 MB
WO rkfl OWS @ Create new workflow 4 Upload or import workflow
# of Steps
17
Owner # of Steps
mmonsoor@sb-roscoff.fr 7




